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SEQUENCE LISTING 

<110> CIS Biotech, Inc. 

Dambinova , Svetlana 

<12 0> Rapid multiple panel of bimarkers in laboratory blood tests for 
TIA/stroke 



<130> 


08805.105001 


<140> 
<141> 


US 09/922,011 
2001-08-02 


<160> 


17 


<170> 


Patentln version 


<210> 
<211> 
<212> 
<213> 


1 

1464 
PRT 

homo sapiens 


<400> 


1 


Met Gly Arg Leu Gly Tyr 



S ^ rn 

m *• m 

33 to — — 

b 2 m 

8 O 

Leu Val Leu Pro Ala Leu Leu 0 
10 15 



Val Trp Arg Asp Pro Ala Gin Asn Ala Ala Ala Glu Lys Gly Pro Pro 
20 25 30 



Ala Leu Asn lie Ala Val Leu Leu Gly His Ser His Asp Val Thr Glu 
35 40 45 



Arg Glu Leu Arg Asn Leu Trp Gly Pro Glu Gin Ala Thr Gly Leu Pro 
50 55 60 



Leu Asp Val Asn Val Val Ala Leu Leu Met Asn Arg Thr Asp Pro Lys 
65 70 75 80 



Ser Leu lie Thr His Val Cys Asp Leu Met Ser Gly Ala Arg lie His 

85 90 95 



Gly Leu Val Phe Gly Asp Asp Thr Asp Gin Glu Ala Val Ala Gin Met 
100 105 110 
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Leu Asp Phe lie Ser Ser Gin Thr Phe lie Pro lie Leu Gly lie His 
115 120 125 



Gly Gly Ala Ser Met lie Met Ala Asp Lys Asp Pro Thr Ser Thr Phe 
130 135 140 



Phe Gin Phe Gly Ala Ser He Gin Gin Gin Ala Thr Val Met Leu Lys 
145 150 155 160 



He Met Gin Asp Tyr Asp Trp His Val Phe Ser Leu Val Thr Thr He 

165 170 175 



Phe Pro Gly Tyr Arg Asp Phe He Ser Phe He Lys Thr Thr Val Asp 
180 185 190 



Asn Ser Phe Val Gly Trp Asp Met Gin Asn Val lie Thr Leu Asp Thr 
195 200 205 



Ser Phe Glu Asp Ala Lys Thr Gin Val Gin Leu Lys Lys He His Ser 
210 215 220 



Ser Val He Leu Leu Tyr Cys Ser Lys Asp Glu Ala Val Leu He Leu 
225 230 235 240 



Ser Glu Ala Arg Ser Leu Gly Leu Thr Gly Tyr Asp Phe Phe Trp He 

245 250 255 



Val Pro Ser Leu Val Ser Gly Asn Thr Glu Leu He Pro Lys Glu Phe 
260 265 270 



Pro Ser Gly Leu He Ser Val Ser Tyr Asp Asp Trp Asp Tyr Ser Leu 
275 280 285 



Glu Ala Arg Val Arg Asp Gly Leu Gly He Leu Thr Thr Ala Ala Ser 
290 295 300 



Ser Met Leu Glu Lys Phe Ser Tyr He Pro Glu Ala Lys Ala Ser Cys 
305 310 315 320 
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Tyr Gly Gin Ala Glu Lys Pro Glu Thr Pro Leu His Thr Leu His Gin 

325 330 335 



Phe Met Val Asn Val Thr Trp Asp Gly Lys Asp Leu Ser Phe Thr Glu 
340 345 350 



Glu Gly Tyr Gin Val His Pro Arg Leu Val Val lie Val Leu Asn Lys 
355 360 365 



Asp Arg Glu Trp Glu Lys Val Gly Lys Trp Glu Asn Gin Thr Leu Ser 
370 375 380 



Leu Arg His Ala Val Trp Pro Arg Tyr Lys Ser Phe Ser Asp Cys Glu 
385 390 395 400 



Pro Asp Asp Asn His Leu Ser lie Val Thr Leu Glu Glu Ala Pro Phe 

405 410 415 



Val lie Val Glu Asp lie Asp Pro Leu Thr Glu Thr Cys Val Arg Asn 
420 425 430 



Thr Val Pro Cys Arg Lys Phe Val Lys lie Asn Asn Ser Thr Asn Glu 
435 440 445 



Gly Met Asn Val Lys Lys Cys Cys Lys Gly Phe Cys lie Asp lie Leu 
450 455 460 



Lys Lys Leu Ser Arg Thr Val Lys Phe Thr Tyr Asp Leu Tyr Leu Val 
465 470 475 480 



Thr Asn Gly Lys His Gly Lys Lys Val Asn Asn Val Trp Asn Gly Met 

485 490 495 



lie Gly Glu Val Val Tyr Gin Arg Ala Val Met Ala Val Gly Ser Leu 
500 505 510 



Thr lie Asn Glu Glu Arg Ser Glu Val Val Asp Phe Ser Val Pro Phe 
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520 525 



Val Glu Thr Gly lie Ser Val Met Val Ser Arg Ser Asn Gly Thr Val 
530 535 540 



Ser Pro Ser Ala Phe Leu Glu Pro Phe Ser Ala Ser Val Trp Val Met 
545 550 555 560 



Met Phe Val Met Leu Leu lie Val Ser Ala lie Ala Val Phe Val Phe 

565 570 575 



Glu Tyr Phe Ser Pro Val Gly Tyr Asn Arg Asn Leu Ala Lys Gly Lys 
580 585 590 



Ala Pro His Gly Pro Ser Phe Thr lie Gly Lys Ala lie Trp Leu Leu 
595 600 605 



Trp Gly Leu Val Phe Asn Asn Ser Val Pro Val Gin Asn Pro Lys Gly 
610 615 620 



Thr Thr Ser Lys lie Met Val Ser Val Trp Ala Phe Phe Ala Val lie 
625 630 635 640 



Phe Leu Ala Ser Tyr Thr Ala Asn Leu Ala Ala Phe Met lie Gin Glu 

645 650 655 



Glu Phe Val Asp Gin Val Thr Gly Leu Ser Asp Lys Lys Phe Gin Arg 
660 665 670 



Pro His Asp Tyr Ser Pro Pro Phe Arg Phe Gly Thr Val Pro Asn Gly 

675 680 685 



Ser Thr Glu Arg Asn lie Arg Asn Asn Tyr Pro Tyr Met His Gin Tyr 
690 695 700 



Met Thr Arg Phe Asn Gin Arg Gly Val Glu Asp Ala Leu Val Ser Leu 
705 710 715 720 
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Lys Thr Gly Lys Leu Asp Ala Phe lie Tyr Asp Ala Ala Val Leu Asn 

725 730 735 



Tyr Lys Ala Gly Arg Asp Glu Gly Cys Lys Leu Val Thr lie Gly Ser 
740 745 750 



Gly Tyr lie Phe Ala Ser Thr Gly Tyr Gly lie Ala Leu Gin Lys Gly 
755 760 765 



Ser Pro Trp Lys Arg Gin lie Asp Leu Ala Leu Leu Gin Phe Val Gly 
770 775 780 



Asp Gly Glu Met Glu Glu Leu Glu Thr Leu Trp Leu Thr Gly lie Cys 
785 790 795 800 



His Asn Glu Lys Asn Glu Val Met Ser Ser Gin Leu Asp lie Asp Asn 

805 810 815 



Met Ala Gly Val Phe Tyr Met Leu Ala Ala Ala Met Ala Leu Ser Leu 
820 825 830 



lie Thr Phe lie Trp Glu His Leu Phe Tyr Trp Lys Leu Arg Phe Cys 
835 840 845 



Phe Thr Gly Val Cys Ser Asp Arg Pro Gly Leu Leu Phe Ser lie Ser 
850 855 860 



Arg Gly lie Tyr Ser Cys lie His Gly Val His lie Glu Glu Lys Lys 
865 870 875 880 



Lys Ser Pro Asp Phe Asn Leu Thr Gly Ser Gin Ser Asn Met Leu Lys 

885 890 895 



Leu Leu Arg Ser Ala Lys Asn lie Ser Asn Met Ser Asn Met Asn Ser 
900 905 910 



Ser Arg Met Asp Ser Pro Lys Arg Ala Thr Asp Phe lie Gin Arg Gly 
915 920 925 
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Ser Leu lie Val Asp Met Val Ser Asp Lys Gly Asn Leu lie Tyr Ser 
930 935 940 



Asp Asn Arg Ser Phe Gin Gly Lys Asp Ser lie Phe Gly Asp Asn Met 
945 950 955 960 



Asn Glu Leu Gin Thr Phe Val Ala Asn Arg His Lys Asp Asn Leu Ser 

965 970 975 



Asn Tyr Val Phe Gin Gly Gin His Pro Leu Thr Leu Asn Glu Ser Asn 
980 985 990 



Pro Asn Thr Val Glu Val Ala Val Ser Thr Glu Ser Lys Gly Asn Ser 
995 1000 1005 



Arg Pro Arg Gin Leu Trp Lys Lys Ser Met Glu Ser Leu Arg Gin 
1010 1015 1020 



Asp Ser Leu Asn Gin Asn Pro Val Ser Gin Arg Asp Glu Lys Thr 
1025 1030 1035 



Ala Glu Asn Arg Thr His Ser Leu Lys Ser Pro Arg Tyr Leu Pro 
1040 1045 1050 



Glu Glu Val Ala His Ser Asp lie Ser Glu Thr Ser Ser Arg Ala 
1055 1060 1065 



Thr Cys His Arg Glu Pro Asp Asn Asn Lys Asn His Lys Thr Lys 
1070 1075 1080 



Asp Asn Phe Lys Arg Ser Met Ala Ser Lys Tyr Pro Lys Asp Cys 
1085 1090 1095 



Ser Asp Val Asp Arg Thr Tyr Met Lys Thr Lys Ala Ser Ser Pro 
1100 1105 1110 



Arg Asp Lys lie Tyr Thr lie Asp Gly Glu Lys Glu Pro Ser Phe 
1115 1120 1125 
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His Leu Asp Pro Pro Gin Phe Val Glu Asn lie Thr Leu Pro Glu 
1130 1135 1140 



Asn Val Gly Phe Pro Asp Thr Tyr Gin Asp His Asn Glu Asn Phe 
1145 1150 1155 



Arg Lys Gly Asp Ser Thr Leu Pro Met Asn Arg Asn Pro Leu His 
1160 1165 1170 



Asn Glu Asp Gly Leu Pro Asn Asn Asp Gin Tyr Lys Leu Tyr Ala 
1175 1180 1185 



Lys His Phe Thr Leu Lys Asp Lys Gly Ser Pro His Ser Glu Gly 
1190 1195 1200 



Ser Asp Arg Tyr Arg Gin Asn Ser Thr His Cys Arg Ser Cys Leu 
1205 1210 1215 



Ser Asn Leu Pro Thr Tyr Ser Gly His Phe Thr Met Arg Ser Pro 
1220 1225 1230 



Phe Lys Cys Asp Ala Cys Leu Arg Met Gly Asn Leu Tyr Asp lie 
1235 1240 1245 



Asp Glu Asp Gin Met Leu Gin Glu Thr Gly Asn Pro Ala Thr Arg 
1250 1255 1260 



Glu Glu Val Tyr Gin Gin Asp Trp Ser Gin Asn Asn Ala Leu Gin 
1265 1270 1275 



Phe Gin Lys Asn Lys Leu Arg lie Asn Arg Gin His Ser Tyr Asp 
1280 1285 1290 



Asn lie Leu Asp Lys Pro Arg Glu lie Asp Leu Ser Arg Pro Ser 
1295 1300 1305 



Arg Ser lie Ser Leu Lys Asp Arg Glu Arg Leu Leu Glu Gly Asn 
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1310 1315 1320 



Leu Tyr Gly Ser Leu Phe Ser Val Pro Ser Ser Lys Leu Leu Gly 
1325 1330 1335 



Asn Lys Ser Ser Leu Phe Pro Gin Gly Leu Glu Asp Ser Lys Arg 
1340 1345 1350 



Ser Lys Ser Leu Leu Pro Asp His Ala Ser Asp Asn Pro Phe Leu 
1355 1360 1365 



His Thr Tyr Gly Asp Asp Gin Arg Leu Val lie Gly Arg Cys Pro 
1370 1375 1380 



Ser Asp Pro Tyr Lys His Ser Leu Pro Ser Gin Ala Val Asn Asp 
1385 1390 1395 



Ser Tyr Leu Arg Ser Ser Leu Arg Ser Thr Ala Ser Tyr Cys Ser 
1400 1405 1410 



Arg Asp Ser Arg Gly His Ser Asp Val Tyr lie Ser Glu His Val 
1415 1420 1425 



Met Pro Tyr Ala Ala Asn Lys Asn Thr Met Tyr Ser Thr Pro Arg 
1430 1435 1440 



Val Leu Asn Ser Cys Ser Asn Arg Arg Val Tyr Lys Lys Met Pro 
1445 1450 1455 



Ser lie Glu Ser Asp Val 
1460 



<210> 2 

<211> 536 

<212> PRT 

<213> homo sapiens 

<400> 2 

Pro Ala Gin Asn Ala Ala Ala Glu Lys Gly Pro Pro Ala Leu Asn lie 
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10 15 



Ala Val Leu Leu Gly His Ser His Asp Val Thr Glu Arg Glu Leu Arg 
20 25 30 



Asn Leu Trp Gly Pro Glu Gin Ala Thr Gly Leu Pro Leu Asp Val Asn 
35 40 45 



Val Val Ala Leu Leu Met Asn Arg Thr Asp Pro Lys Ser Leu lie Thr 
50 55 60 



His Val Cys Asp Leu Met Ser Gly Ala Arg lie His Gly Leu Val Phe 
65 .70 75 80 



Gly Asp Asp Thr Asp Gin Glu Ala Val Ala Gin Met Leu Asp Phe lie 

85 90 95 



Ser Ser Gin Thr Phe lie Pro lie Leu Gly lie His Gly Gly Ala Ser 
100 105 110 



Met lie Met Ala Asp Lys Asp Pro Thr Ser Thr Phe Phe Gin Phe Gly 
115 120 125 



Ala Ser lie Gin Gin Gin Ala Thr Val Met Leu Lys lie Met Gin Asp 
130 135 140 



Tyr Asp Trp His Val Phe Ser Leu Val Thr Thr lie Phe Pro Gly Tyr 
145 150 155 160 



Arg Asp Phe lie Ser Phe lie Lys Thr Thr Val Asp Asn Ser Phe Val 

165 170 175 



Gly Trp Asp Met Gin Asn Val lie Thr Leu Asp Thr Ser Phe Glu Asp 
180 185 190 



Ala Lys Thr Gin Val Gin Leu Lys Lys lie His Ser Ser Val lie Leu 
195 200 205 
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Leu Tyr Cys Ser Lys Asp Glu Ala Val Leu lie Leu Ser Glu Ala Arg 
210 215 220 



Ser Leu Gly Leu Thr Gly Tyr Asp Phe Phe Trp lie Val Pro Ser Leu 
225 230 235 240 



Val Ser Gly Asn Thr Glu Leu lie Pro Lys Glu Phe Pro Ser Gly Leu 

245 250 255 



lie Ser Val Ser Tyr Asp Asp Trp Asp Tyr Ser Leu Glu Ala Arg Val 
260 265 270 



Arg Asp Gly Leu Gly lie Leu Thr Thr Ala Ala Ser Ser Met Leu Glu 
275 280 285 



Lys Phe Ser Tyr lie Pro Glu Ala Lys Ala Ser Cys Tyr Gly Gin Ala 
290 295 300 



Glu Lys Pro Glu Thr Pro Leu His Thr Leu His Gin Phe Met Val Asn 
305 310 315 320 



Val Thr Trp Asp Gly Lys Asp Leu Ser Phe Thr Glu Glu Gly Tyr Gin 

325 330 335 



Val His Pro Arg Leu Val Val lie Val Leu Asn Lys Asp Arg Glu Trp 
340 345 350 



Glu Lys Val Gly Lys Trp Glu Asn Gin Thr Leu Ser Leu Arg His Ala 
355 360 365 



Val Trp Pro Arg Tyr Lys Ser Phe Ser Asp Cys Glu Pro Asp Asp Asn 
370 375 380 



His Leu Ser lie Val Thr Leu Glu Glu Ala Pro Phe Val lie Val Glu 
385 390 395 400 



Asp lie Asp Pro Leu Thr Glu Thr Cys Val Arg Asn Thr Val Pro Cys 

405 410 415 
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Arg Lys Phe Val Lys lie Asn Asn Ser Thr Asn Glu Gly Met Asn Val 
420 425 430 



Lys Lys Cys Cys Lys Gly Phe Cys lie Asp lie Leu Lys Lys Leu Ser 
435 440 445 



Arg Thr Val Lys Phe Thr Tyr Asp Leu Tyr Leu Val Thr Asn Gly Lys 
450 455 460 



His Gly Lys Lys Val Asn Asn Val Trp Asn Gly Met lie Gly Glu Val 
465 470 475 480 



Val Tyr Gin Arg Ala Val Met Ala Val Gly Ser Leu Thr He Asn Glu 

485 490 495 



Glu Arg Ser Glu Val Val Asp Phe Ser Val Pro Phe Val Glu Thr Gly 
500 505 510 



He Ser Val Met Val Ser Arg Ser Asn Gly Thr Val Ser Pro Ser Ala 
515 520 525 



Phe Leu Glu Pro Phe Ser Ala Ser 
530 535 



<210> 3 

<211> 21 

<212> PRT 

<213> homo sapiens 

<400> 3 

Asn Gly Met He Gly Glu Val Val Tyr Gin Arg Ala Val Met Ala Val 
15 10 15 



Gly Ser Leu Thr He 
20 



<210> 4 
<211> 22 
<212> PRT 
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<213> artificial sequence 
<220> 

<223> modified amino acid sequence 
<400> 4 

Cys Asn Gly Met lie Gly Glu Val Val Tyr Gin Arg Ala Val Met Ala 
15 10 15 



Val Gly Ser Leu Thr lie 
20 



<210> 


5 


<211> 


6293 


<212> 


DNA 


<213> 


homo 


<400> 


5 


atcatgggac 


60 





aggagcggcc actgctgaga actatgtgga gagaggctgc gagccctgct gcagagcctc 
20 

cggctgggat agccgccccc cgtgggggcg atgcggacag cgcgggacag ccaggggagc 
80 

gcgctggggc cgcagcatgc gggaacccgc taaacccggt ggctgctgag gcggccgaga 
40 

tgctcgtgcg cgcagcgcgc cccactgcat cctcgacctt ctcgggctac agggaccgtc 
00 

agtggcgact atgggcagag tgggctattg gaccctgctg gtgctgccgg cccttctggt 
60 

ctggcgcggt ccggcgccga gcgcggcggc ggagaagggt ccccccgcgc taaatattgc 
20 

ggtgatgctg ggtcacagcc acgacgtgac agagcgcgaa cttcgaacac tgtggggccc 
80 

cgagcaggcg gcggggctgc ccctggacgt gaacgtggta gctctgctga tgaaccgcac 
40 

cgaccccaag agcctcatca cgcacgtgtg cgacctcatg tccggggcac gcatccacgg 
00 
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cctcgtgttt ggggacgaca cggaccagga ggccgtagcc cagatgctgg attttatctc 
60 



ctcccacacc ttcgtcccca tcttgggcat tcatgggggc gcatctatga tcatggctga 7 
20 

caaggatccg acgtctacct tcttccagtt tggagcgtcc atccagcagc aagccacggt 7 
80 

catgctgaag atcatgcagg attatgactg gcatgtcttc tccctggtga ccactatctt 8 
40 

ccctggctac agggaattca tcagcttcgt caagaccaca gtggacaaca gctttgtggg 9 
00 

ctgggacatg cagaatgtga tcacactgga cacttccttt gaggatgcaa agacacaagt 9 
60 

ccagctgaag aagatccact cttctgtcat cttgctctac tgttccaaag acgaggctgt 10 
20 

tctcattctg agtgaggccc gctcccttgg cctcaccggg tatgatttct tctggattgt 10 
80 

ccccagcttg gtctctggga acacggagct catcccaaaa gagtttccat cgggactcat 11 
40 

ttctgtctcc tacgatgact gggactacag cctggaggcg agagtgaggg acggcattgg 12 
00 

catcctaacc accgctgcat cttctatgct ggagaagttc tcctacatcc ccgaggccaa 12 
60 

ggccagctgc tacgggcaga tggagaggcc agaggtcccg atgcacacct tgcacccatt 13 
20 

tatggtcaat gttacatggg atggcaaaga cttatccttc actgaggaag gctaccaggt 13 
80 

gcaccccagg ctggtggtga ttgtgctgaa caaagaccgg gaatgggaaa aggtgggcaa 14 
40 

gtgggagaac catacgctga gcctgaggca cgccgtgtgg cccaggtaca agtccttctc 15 
00 

cgactgtgag ccggatgaca accatctcag catcgtcacc ctggaggagg ccccattcgt 15 
60 

catcgtggaa gacatagacc ccctgaccga gacgtgtgtg aggaacaccg tgccatgtcg 16 
20 



00 

eg 
60 

ca 
20 
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gaagttcgtc aaaatcaaca attcaaccaa tgaggggatg aatgtgaaga aatgctgcaa 16 
80 

ggggttctgc attgatattc tgaagaagct ttccagaact gtgaagttta cttacgacct 17 
40 

ctatctggtg accaatggga agcatggcaa gaaagttaac aatgtgtgga atggaatgat 18 
00 

cggtgaagtg gtctatcaac gggcagtcat ggcagttggc tcgctcacca tcaatgagga 18 
60 

acgttctgaa gtggtggact tctctgtgcc ctttgtggaa acgggaatca gtgtcatggt 19 
20 

ttcaagaagt aatggcaccg tctcaccttc tgcttttcta gaaccattca gcgcctctgt 19 
80 

ctgggtgatg atgtttgtga tgctgctcat tgtttctgcc atagctgttt ttgtctttga 20 
40 

atacttcagc cctgttggat acaacagaaa cttagccaaa gggaaagcac cccatgggcc 21 
00 

ttcttttaca attggaaaag ctatatggct tctttggggc ctggtgttca ataactccgt 21 
60 

gcctgtccag aatcctaaag ggaccaccag caagatcatg gtatctgtat gggccttctt 22 
20 

cgctgtcata ttcctggcta gctacacagc caatctggct gccttcatga tccaagagga 22 
80 

atttgtggac caagtgaccg gcctcagtga caaaaagttt cagagacctc atgactattc 23 
40 

cccacctttt cgatttggga cagtgcctaa tggaagcacg gagagaaaca ttcggaataa 24 
00 

ctatccctac atgcatcagt acatgaccaa atttaatcag aaaggagtag aggacgcctt 24 
60 

ggtcagcctg aaaacgggga agctggacgc tttcatctac gatgccgcag tcttgaatta 25 
20 

caaggctggg agggatgaag gctgcaagct ggtgaccatc gggagtgggt acatctttgc 2 5 
80 

caccaccggt tatggaattg cccttcagaa aggctctcct tggaagaggc agatcgacct 26 
40 
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ggccttgctt cagtttgtgg gtgatggtga gatggaggag ctggagaccc tgtggctcac 27 
00 



tgggatctgc cacaacgaga agaacgaggt gatgagcagc cagctggaca ttgacaacat 27 
60 

ggcgggcgta ttctacatgc tggctgccgc catggccctt agcctcatca ccttcatctg 28 
20 

ggagcacctc ttctactgga agctgcgctt ctgtttcacg ggcgtgtgct ccgaccggcc 28 
80 

tgggttgctc ttctccatca gcaggggcat ctacagctgc attcatggag tgcacattga 29 
40 

agaaaagaag aagtctccag acttcaatct gacgggatcc cagagcaaca tgttaaaact 3 0 
00 

cctccggtca gccaaaaaca tttccagcat gtccaacatg aactcctcaa gaatggactc 30 
60 

acccaaaaga gctgctgact tcatccaaag aggttccctc atcatggaca tggtttcaga 31 
20 

taaggggaat ttgatgtact cagacaacag gtcctttcag gggaaagaga gcatttttgg 31 
80 

agacaacatg aacgaactcc aaacatttgt ggccaaccgg cagaaggata acctcaataa 32 
40 

ctatgtattc cagggacaac atcctcttac tctcaatgag tccaacccta acacggtgga 33 
00 

ggtggccgtg agcacagaat ccaaagcgaa ctctagaccc cggcagctgt ggaagaaatc 33 
60 

cgtggattcc atacgccagg attcactatc ccagaatcca gtctcccaga gggatgaggc 34 
20 

aacagcagag aataggaccc actccctaaa gagccctagg tatcttccag aagagatggc 34 



80 



ccactctgac atttcagaaa cgtcaaatcg ggccacgtgc cacagggaac ctgacaacag 35 
40 

taagaaccac aaaaccaagg acaactttaa aaggtcagtg gcctccaaat accccaagga 3 6 
00 

ctgtagtgag gtcgagcgca cctacctgaa aaccaaatca agctccccta gagacaagat 36 
60 
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ctacactata gatggtgaga aggagcctgg tttccactta gatccacccc agtttgttga 37 
20 

aaatgtgacc ctgcccgaga acgtggactt cccggacccc taccaggatc ccagtgaaaa 37 
80 

cttccgcaag ggggactcca cgctgccaat gaaccggaac cccttgcata atgaagaggg 3 8 
40 

gctttccaac aacgaccagt ataaactcta ctccaagcac ttcaccttga aagacaaggg 39 
00 

ttccccgcac agtgagacca gcgagcgata ccggcagaac tccacgcact gcagaagctg 39 
60 

cctttccaac atgcccacct attcaggcca cttcaccatg aggtccccct tcaagtgcga 40 
20 

tgcctgcctg cggatgggga acctctatga catcgatgaa gaccagatgc ttcaggagac 40 
80 

aggtaaccca gccaccgggg agcaggtcta ccagcaggac tgggcacaga acaatgccct 41 
40 

tcaattacaa aagaacaagc taaggattag ccgtcagcat tcctacgata acattgtcga 42 
00 

caaacctagg gagctagacc ttagcaggcc ctcccggagc ataagcctca aggacaggga 42 
60 

acggcttctg gagggaaatt tttacggcag cctgtttagt gtcccctcaa gcaaactctc 43 
20 

ggggaaaaaa agctcccttt tcccccaagg tctggaggac agcaagagga gcaagtctct 43 
80 

cttgccagac cacacctccg ataacccttt cctccactcc cacagggatg accaacgctt 44 
40 

ggttattggg agatgcccct cggaccctta caaacactcg ttgccatccc aggcggtgaa 45 
00 

tgacagctat cttcggtcgt ccttgaggtc aacggcatcg tactgttcca gggacagtcg 45 
60 

gggccacaat gatgtgtata tttcggagca tgttatgcct tatgctgcaa ataagaataa 46 
20 

tatgtactct acccccaggg ttttaaattc ctgcagcaat agacgcgtgt acaagaaaat 46 
80 
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gcctagtatc gaatctgatg tttaaaaatc ttccattaat gttttatcta tagggaaata 47 
40 

cacgtaatgg ccaatgttct ggagggtaaa tgttggatgt ccaatagtgc cctgctaaga 48 
00 

ggaagaagat gtagggaggt attttgttgt tgttgttgtt ggctcttttg cacacggctt 48 
60 

catgccataa tcttccactc aaggaatctt gtgaggtgtg tgctgagcat ggcagacacc 49 
20 

agataggtga gtccttaacc aaaaataact aactacataa gggcaagtct ccgggacatg 49 
80 

cctactgggt atgttggcaa taatgatgca ttggatgcca atggtgatgt tatgatttcc 50 
40 

tatattccaa attccattaa ggtcagccca ccatgtaatt ttctcatcag aaatgcctaa 51 
00 

tggtttctct aatacagaat aagcaatatg gtgtgcatgt aaacctgaca cagacaaaat 51 
60 

aaaaacagtt aagaatgcat ctgcactgta gtcggatttg aacatgtgca agagattagg 52 
20 

aagtttggct cgtaacagtt tcagctttct tgttatgcct tccatcacag cccaggctca 52 
80 

ccccaagaac tccaggctcc cctaaagaat agcaaatcag tgtgttcgtg atgactgtgc 53 
40 

taccttcatt atagttcatt tccaagacac atctggagcc aaaggcccga gggaccctca 54 
00 

ggtggggaga gctacaggaa tctctttgga tgttgatgtg tgtttctctc taccctcggc 54 
60 

ttcgatggtc ttgttcagag ctgcataaac taacacattt atgtctccga gatctaagtg 55 
20 

tggatcttct gtctgtgaca cagtggccat tgtagtttat cccgaagacg cctatgtacg 55 
80 

taagtttgca tttcctccct tctggtgatg actcagggtt gtatagtatc tgttacccct 56 
40 

tccctcccag agtaaccata actcgttccg tttccaaaca gccatggtgg tgtccaatta 57 
00 
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gctgtgtatc gctcttccca gagttgttaa tgtggtgaca tgcaccaaca gccgtatgtg 57 
60 

tactgtgatc tgtaagaagt acaatgccat ctgtctgccg aaggctagca tggttttagg 58 
20 

tttatcttcc ttcacatcca gaaattctgt tggacactca cttccacccc aaactcctca 58 
80 

aatcaaaagc cttcaaaaca cgaggcactc ttggatctac cctgagtatc ctccaaactg 59 
40 

tggatacagt ttagtgagac aagcaatttc tcccttctga gttattctct ctgttggtgg 60 
00 

caaaccactt catagcacca acagagatgt aggaaaaatt cctcaaagta tttgtcattt 60 
60 

ctgagtcgcc tgcattatcc cattcttatt ctcctcaaac ctgtgcatat atgacatgaa 61 
20 

atgatatcca tttttttttt aagttagaaa cagagagggg aatacttatg catggggagc 61 
80 

ctgttagcac agtgcctgcc acaaaaacaa gtgcccccga caagatagtt gctatgttat 62 
40 

gacactttct cagatcagga ttttctagtt taaaaattaa atatcataaa acg 62 
93 



<210> 6 

<211> 1608 

<212> DNA 

<213> homo sapiens 

<400> 6 

ccggcgccga gcgcggcggc ggagaagggt ccccccgcgc taaatattgc ggtgatgctg 
60 

ggtcacagcc acgacgtgac agagcgcgaa cttcgaacac tgtggggccc cgagcaggcg 
20 

gcggggctgc ccctggacgt gaacgtggta gctctgctga tgaaccgcac cgaccccaag 
80 

agcctcatca cgcacgtgtg cgacctcatg tccggggcac gcatccacgg cctcgtgttt 
40 

ggggacgaca cggaccagga ggccgtagcc cagatgctgg attttatctc ctcccacacc 
00 
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ttcgtcccca tcttgggcat tcatgggggc gcatctatga tcatggctga caaggatccg 
60 

acgtctacct tcttccagtt tggagcgtcc atccagcagc aagccacggt catgctgaag 
20 

atcatgcagg attatgactg gcatgtcttc tccctggtga ccactatctt ccctggctac 
80 

agggaattca tcagcttcgt caagaccaca gtggacaaca gctttgtggg ctgggacatg 
40 

cagaatgtga tcacactgga cacttccttt gaggatgcaa agacacaagt ccagctgaag 
00 

aagatccact cttctgtcat cttgctctac tgttccaaag acgaggctgt tctcattctg 
60 

agtgaggccc gctcccttgg cctcaccggg tatgatttct tctggattgt ccccagcttg 
20 

gtctctggga acacggagct catcccaaaa gagtttccat cgggactcat ttctgtctcc 
80 

tacgatgact gggactacag cctggaggcg agagtgaggg acggcattgg catcctaacc 
40 

accgctgcat cttctatgct ggagaagttc tcctacatcc ccgaggccaa ggccagctgc 
00 

tacgggcaga tggagaggcc agaggtcccg atgcacacct tgcacccatt tatggtcaat 
60 

gttacatggg atggcaaaga cttatccttc actgaggaag gctaccaggt gcaccccagg 
20 

ctggtggtga ttgtgctgaa caaagaccgg gaatgggaaa aggtgggcaa gtgggagaac 
80 

catacgctga gcctgaggca cgccgtgtgg cccaggtaca agtccttctc cgactgtgag 
40 

ccggatgaca accatctcag catcgtcacc ctggaggagg ccccattcgt catcgtggaa 
00 

gacatagacc ccctgaccga gacgtgtgtg aggaacaccg tgccatgtcg gaagttcgtc 
60 

aaaatcaaca attcaaccaa tgaggggatg aatgtgaaga aatgctgcaa ggggttctgc 
20 
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attgatattc tgaagaagct ttccagaact gtgaagttta cttacgacct ctatctggtg 13 
80 

accaatggga agcatggcaa gaaagttaac aatgtgtgga atggaatgat cggtgaagtg 14 
40 

gtctatcaac gggcagtcat ggcagttggc tcgctcacca tcaatgagga acgttctgaa 15 
00 

gtggtggact tctctgtgcc ctttgtggaa acgggaatca gtgtcatggt ttcaagaagt 15 
60 

aatggcaccg tctcaccttc tgcttttcta gaaccattca gcgcctct 16 
08 

<210> 7 

<211> 62 

<212> DNA 

<213> homo sapiens 

<400> 7 

atggaatgat cggtgaagtg gtctatcaac gggcagtcat ggcagttggc tcgctcacca 
60 

tc 
62 

<210> 8 
<211> 21 
<212> DNA 

<213> artificial sequence 
<220> 

<223> oligonucleotide primer 
<400> 8 

agcatggcaa gaaagttaac a 
21 



<210> 9 

<211> 21 

<212> DNA 

<213> artificial sequence 
<220> 

<223> oligonucleotide primer 
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<400> 9 

acgttctgaa gtggtggact t 
21 



<210> 10 

<211> 1480 

<212> PRT 

<213> homo sapiens 

<400> 10 

Met Lys Pro Arg Ala Glu Cys Cys Ser Pro Lys Phe Trp Leu Val Leu 
15 10 15 



Ala Val Leu Ala Val Ser Gly Ser Arg Ala Arg Ser Gin Lys Ser Pro 
20 25 30 



Pro Ser lie Gly lie Ala Val lie Leu Val Gly Thr Ser Asp Glu Val 
35 40 45 



Ala lie Lys Asp Ala His Glu Lys Asp Asp Phe His His Leu Ser Val 
50 55 60 



Val Pro Arg Val Glu Leu Val Ala Met Asn Glu Thr Asp Pro Lys Ser 
65 70 75 80 



lie lie Thr Arg lie Cys Asp Leu Met Ser Asp Arg Lys lie Gin Gly 

85 90 95 



Val Val Phe Ala Asp Asp Thr Asp Gin Glu Ala lie Ala Gin lie Leu 
100 105 110 



Asp Phe lie Ser Ala Gin Thr Leu Thr Pro lie Leu Gly lie His Gly 
115 120 125 



Gly Ser Ser Met lie Met Ala Asp Lys Asp Glu Ser Ser Met Phe Phe 
130 135 140 



Gin Phe Gly Pro Ser lie Glu Gin Gin Ala Ser Val Met Leu Asn lie 
145 150 155 160 
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Met Glu Glu Tyr Asp Trp Tyr lie Phe Ser lie Val Thr Thr Tyr Phe 

165 170 175 



Pro Gly Tyr Gin Asp Phe Val Asn Lys lie Arg Ser Thr lie Glu Asn 
180 185 190 



Ser Phe Val Gly Trp Glu Leu Glu Glu Val Leu Leu Leu Asp Met Ser 
195 200 205 



Leu Asp Asp Gly Asp Ser Lys lie Gin Asn Gin Leu Lys Lys Leu Gin 
210 215 220 



Ser Pro lie lie Leu Leu Tyr Cys Thr Lys Glu Glu Ala Thr Tyr lie 
225 230 235 240 



Phe Glu Val Ala Asn Ser Val Gly Leu Thr Gly Tyr Gly Tyr Thr Trp 

245 250 255 



lie Val Pro Ser Leu Val Ala Gly Asp Thr Asp Thr Val Pro Ala Glu 
260 265 270 



Phe Pro Thr Gly Leu lie Ser Val Ser Tyr Asp Glu Trp Asp Tyr Gly 
275 280 285 



Leu Pro Ala Arg Val Arg Asp Gly lie Ala lie lie Thr Thr Ala Ala 
290 295 300 



Ser Asp Met Leu Ser Glu His Ser Phe lie Pro Glu Pro Lys Ser Ser 
305 310 315 320 



Cys Tyr Asn Thr His Glu Lys Arg lie Tyr Gin Ser Asn Met Leu Asn 

325 330 335 



Arg Tyr Leu lie Asn Val Thr Phe Glu Gly Arg Asn Leu Ser Phe Ser 
340 345 350 



Glu Asp Gly Tyr Gin Met His Pro Lys Leu Val lie lie Leu Leu Asn 
355 360 365 
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Lys Glu Arg Lys Trp Glu Arg Val Gly Lys Trp Lys Asp Lys Ser Leu 
370 375 380 



Gin Met Lys Tyr Tyr Val Trp Pro Arg Met Cys Pro Glu Thr Glu Glu 
385 390 395 400 



Gin Glu Asp Asp His Leu Ser lie Val Thr Leu Glu Glu Ala Pro Phe 

405 410 415 



Val lie Val Glu Ser Val Asp Pro Leu Ser Gly Thr Cys Met Arg Asn 
420 425 430 



Thr Val Pro Cys Gin Lys Arg lie Val Thr Glu Asn Lys Thr Asp Glu 
435 440 445 



Glu Pro Gly Tyr lie Lys Lys Cys Cys Lys Gly Phe Cys lie Asp lie 
450 455 460 



Leu Lys Lys lie Ser Lys Ser Val Lys Phe Thr Tyr Asp Leu Tyr Leu 
465 470 475 480 



Val Thr Asn Gly Lys His Gly Lys Lys lie Asn Gly Thr Trp Asn Gly 

485 490 495 



Met lie Gly Glu Val Val Met Lys Arg Ala Tyr Met Ala Val Gly Ser 
500 505 510 



Leu Thr lie Asn Glu Glu Arg Ser Glu Val Val Asp Phe Ser Val Pro 
515 520 525 



Phe lie Glu Thr Gly lie Ser Val Met Val Ser Arg Ser Asn Gly Thr 
530 535 540 



Val Ser Pro Ser Ala Phe Leu Glu Pro Phe Ser Ala Asp Val Trp Val 
545 550 555 560 



Met Met Phe Val Met Leu Leu lie Val Ser Ala Val Ala Val Phe Val 
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565 570 575 



Phe Glu Tyr Phe Ser Pro Val Gly Tyr Asn Arg Cys Leu Ala Asp Gly 
580 585 590 



Arg Glu Pro Gly Gly Pro Ser Phe Thr lie Gly Lys Ala lie Trp Leu 
595 600 605 



Leu Trp Gly Leu Val Phe Asn Asn Ser Val Pro Val Gin Asn Pro Lys 
610 615 620 



Gly Thr Thr Ser Lys lie Met Val Ser Val Trp Ala Phe Phe Ala Val 
625 630 635 640 



lie Phe Leu Ala Ser Tyr Thr Ala Asn Leu Ala Ala Phe Met lie Gin 

645 650 655 



Glu Glu Tyr Val Asp Gin Val Ser Gly Leu Ser Asp Lys Lys Phe Gin 
660 665 670 



Arg Pro Asn Asp Phe Ser Pro Pro Phe Arg Phe Gly Thr Val Pro Asn 
675 680 685 



Gly Ser Thr Glu Arg Asn lie Arg Asn Asn Tyr Ala Glu Met His Ala 
690 695 700 



Tyr Met Gly Lys Phe Asn Gin Arg Gly Val Asp Asp Ala Leu Leu Ser 
705 710 715 720 



Leu Lys Thr Gly Lys Leu Asp Ala Phe lie Tyr Asp Ala Ala Val Leu 

725 730 735 



Asn Tyr Met Ala Gly Arg Asp Glu Gly Cys Lys Leu Val Thr lie Gly 
740 745 750 



Ser Gly Lys Val Phe Ala Ser Thr Gly Tyr Gly lie Ala lie Gin Lys 
755 760 765 
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Asp Ser Gly Trp Lys Arg Gin Val Asp Leu Ala lie Leu Gin Leu Phe 
770 775 780 



Gly Asp Gly Glu Met Glu Glu Leu Glu Ala Leu Trp Leu Thr Gly lie 
785 790 795 800 



Cys His Asn Glu Lys Asn Glu Val Met Ser Ser Gin Leu Asp lie Asp 

805 810 815 



Asn Met Ala Gly Val Phe Tyr Met Leu Gly Ala Ala Met Ala Leu Ser 
820 825 830 



Leu lie Thr Phe lie Cys Glu His Leu Phe Tyr Trp Gin Phe Arg His 
835 840 845 



Cys Phe Met Gly Val Cys Ser Gly Lys Pro Gly Met Val Phe Ser lie 
850 855 860 



Ser Arg Gly lie Tyr Ser Cys lie His Gly Val Ala lie Glu Glu Arg 
865 870 875 880 



Gin Ser Val Met Asn Ser Pro Thr Ala Thr Met Asn Asn Thr His Ser 

885 890 895 



Asn lie Leu Arg Leu Leu Arg Thr Ala Lys Asn Met Ala Asn Leu Ser 
900 905 910 



Gly Val Asn Gly Ser Pro Gin Ser Ala Leu Asp Phe lie Arg Arg Glu 
915 920 925 



Ser Ser Val Tyr Asp lie Ser Glu His Arg Arg Ser Phe Thr His Ser 
930 935 940 



Asp Cys Lys Ser Tyr Asn Asn Pro Pro Cys Glu Glu Asn Leu Phe Ser 
945 950 955 960 



Asp Tyr lie Ser Glu Val Glu Arg Thr Phe Gly Asn Leu Gin Leu Lys 

965 970 975 



Page 2 5 



9 



dambinova . ST25 . txt 

Asp Ser Asn Val Tyr Gin Asp His Tyr His His His His Arg Pro His 
980 985 990 



Ser lie Gly Ser Ala Ser Ser lie Asp Gly Leu Tyr Asp Cys Asp Asn 
995 1000 1005 



Pro Pro Phe Thr Thr Gin Ser Arg Ser lie Ser Lys Lys Pro Leu 
1010 1015 1020 



Asp lie Gly Leu Pro Ser Ser Lys His Ser Gin Leu Ser Asp Leu 
1025 1030 1035 



Tyr Gly Lys Phe Ser Phe Lys Ser Asp Arg Tyr Ser Gly His Asp 
1040 1045 1050 



Asp Leu lie Arg Ser Asp Val Ser Asp lie Ser Thr His Thr Val 
1055 1060 1065 



Thr Tyr Gly Asn lie Glu Gly Asn Ala Ala Lys Arg Arg Lys Gin 
1070 1075 1080 



Gin Tyr Lys Asp Ser Leu Lys Lys Arg Pro Ala Ser Ala Lys Ser 
1085 1090 1095 



Arg Arg Glu Phe Asp Glu lie Glu Leu Ala Tyr Arg Arg Arg Pro 
1100 1105 1110 



Pro Arg Ser Pro Asp His Lys Arg Tyr Phe Arg Asp Lys Glu Gly 
1115 1120 1125 



Leu Arg Asp Phe Tyr Leu Asp Gin Phe Arg Thr Lys Glu Asn Ser 
1130 1135 1140 



Pro His Trp Glu His Val Asp Leu Thr Asp lie Tyr Lys Glu Arg 
1145 1150 1155 



Ser Asp Asp Phe Lys Arg Asp Ser Val Ser Gly Gly Gly Pro Cys 
1160 1165 1170 
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Thr Asn Arg Ser His lie Lys His Gly Thr Gly Asp Lys His Gly 
1175 1180 1185 



Val Val Ser Gly Val Pro Ala Pro Trp Glu Lys Asn Leu Thr Asn 
1190 1195 1200 



Val Glu Trp Glu Asp Arg Ser Gly Gly Asn Phe Cys Arg Ser Cys 
1205 1210 1215 



Pro Ser Lys Leu His Asn Tyr Ser Thr Thr Val Thr Gly Gin Asn 
1220 1225 1230 



Ser Gly Arg Gin Ala Cys lie Arg Cys Glu Ala Cys Lys Lys Ala 
1235 1240 1245 



Gly Asn Leu Tyr Asp lie Ser Glu Asp Asn Ser Leu Gin Glu Leu 
1250 1255 1260 



Asp Gin Pro Ala Ala Pro Val Ala Val Thr Ser Asn Ala Ser Thr 
1265 1270 1275 



Thr Lys Tyr Pro Gin Ser Pro Thr Asn Ser Lys Ala Gin Lys Lys 
1280 1285 1290 



Asn Arg Asn Lys Leu Arg Arg Gin His Ser Tyr Asp Thr Phe Val 
1295 1300 1305 



Asp Leu Gin Lys Glu Glu Ala Ala Leu Ala Pro Arg Ser Val Ser 
1310 1315 1320 



Leu Lys Asp Lys Gly Arg Phe Met Asp Gly Ser Pro Tyr Ala His 
1325 1330 1335 



Met Phe Glu Met Ser Ala Gly Glu Ser Thr Phe Ala Asn Asn Lys 
1340 1345 1350 



Ser Ser Val Pro Thr Ala Gly His His His His Asn Asn Pro Gly 
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1355 1360 1365 



Gly Gly Tyr Met Leu Ser Lys Ser Leu Tyr Pro Asp Arg Val Thr 
1370 1375 1380 



Gin Asn Pro Phe lie Pro Thr Phe Gly Asp Asp Gin Cys Leu Leu 
1385 1390 1395 



His Gly Ser Lys Ser Tyr Phe Phe Arg Gin Pro Thr Val Ala Gly 
1400 1405 1410 



Ala Ser Lys Ala Arg Pro Asp Phe Arg Ala Leu Val Thr Asn Lys 
1415 1420 1425 



Pro Val Val Ser Ala Leu His Gly Ala Val Pro Ala Arg Phe Gin 
1430 1435 1440 



Lys Asp lie Cys lie Gly Asn Gin Ser Asn Pro Cys Val Pro Asn 
1445 1450 1455 



Asn Lys Asn Pro Arg Ala Phe Asn Gly Ser Ser Asn Gly His Val 
1460 1465 1470 



Tyr Glu Lys Leu Ser Ser lie 
1475 1480 



<210> 11 

<211> 531 

<212> PRT 

<213> homo sapiens 

<400> 11 

Arg Ser Gin Lys Ser Pro Pro Ser lie Gly lie Ala Val lie Leu Val 
15 10 15 



Gly Thr Ser Asp Glu Val Ala lie Lys Asp Ala His Glu Lys Asp Asp 
20 25 30 



Phe His His Leu Ser Val Val Pro Arg Val Glu Leu Val Ala Met Asn 
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35 40 45 



Glu Thr Asp Pro Lys Ser lie lie Thr Arg lie Cys Asp Leu Met Ser 
50 55 60 



Asp Arg Lys lie Gin Gly Val Val Phe Ala Asp Asp Thr Asp Gin Glu 
65 70 75 80 



Ala lie Ala Gin lie Leu Asp Phe lie Ser Ala Gin Thr Leu Thr Pro 

85 90 95 



lie Leu Gly lie His Gly Gly Ser Ser Met lie Met Ala Asp Lys Asp 
100 105 110 



Glu Ser Ser Met Phe Phe Gin Phe Gly Pro Ser lie Glu Gin Gin Ala 
115 120 125 



Ser Val Met Leu Asn lie Met Glu Glu Tyr Asp Trp Tyr lie Phe Ser 
130 135 140 



lie Val Thr Thr Tyr Phe Pro Gly Tyr Gin Asp Phe Val Asn Lys lie 
145 150 155 160 



Arg Ser Thr lie Glu Asn Ser Phe Val Gly Trp Glu Leu Glu Glu Val 

165 170 175 



Leu Leu Leu Asp Met Ser Leu Asp Asp Gly Asp Ser Lys lie Gin Asn 
180 185 190 



Gin Leu Lys Lys Leu Gin Ser Pro lie lie Leu Leu Tyr Cys Thr Lys 
195 200 205 



Glu Glu Ala Thr Tyr lie Phe Glu Val Ala Asn Ser Val Gly Leu Thr 
210 215 220 



Gly Tyr Gly Tyr Thr Trp lie Val Pro Ser Leu Val Ala Gly Asp Thr 
225 230 235 240 
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Asp Thr Val Pro Ala Glu Phe Pro Thr Gly Leu lie Ser Val Ser Tyr 

245 250 255 



Asp Glu Trp Asp Tyr Gly Leu Pro Ala Arg Val Arg Asp Gly lie Ala 
260 265 270 



lie lie Thr Thr Ala Ala Ser Asp Met Leu Ser Glu His Ser Phe lie 
275 280 285 



Pro Glu Pro Lys Ser Ser Cys Tyr Asn Thr His Glu Lys Arg lie Tyr 
290 295 300 



Gin Ser Asn Met Leu Asn Arg Tyr Leu lie Asn Val Thr Phe Glu Gly 
305 310 315 320 



Arg Asn Leu Ser Phe Ser Glu Asp Gly Tyr Gin Met His Pro Lys Leu 

325 330 335 



Val lie lie Leu Leu Asn Lys Glu Arg Lys Trp Glu Arg Val Gly Lys 
340 - 345 350 



Trp Lys Asp Lys Ser Leu Gin Met Lys Tyr Tyr Val Trp Pro Arg Met 
355 360 365 



Cys Pro Glu Thr Glu Glu Gin Glu Asp Asp His Leu Ser lie Val Thr 
370 375 380 



Leu Glu Glu Ala Pro Phe Val lie Val Glu Ser Val Asp Pro Leu Ser 
385 390 395 400 



Gly Thr Cys Met Arg Asn Thr Val Pro Cys Gin Lys Arg lie Val Thr 

405 410 415 



Glu Asn Lys Thr Asp Glu Glu Pro Gly Tyr lie Lys Lys Cys Cys Lys 
420 425 430 



Gly Phe Cys lie Asp lie Leu Lys Lys lie Ser Lys Ser Val Lys Phe 
435 440 445 
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Thr Tyr Asp Leu Tyr Leu Val Thr Asn Gly Lys His Gly Lys Lys lie 
450 455 460 



Asn Gly Thr Trp Asn Gly Met lie Gly Glu Val Val Met Lys Arg Ala 
465 470 475 480 



Tyr Met Ala Val Gly Ser Leu Thr lie Asn Glu Glu Arg Ser Glu Val 

485 490 495 



Val Asp Phe Ser Val Pro Phe lie Glu Thr Gly lie Ser Val Met Val 
500 505 510 



Ser Arg Ser Asn Gly Thr Val Ser Pro Ser Ala Phe Leu Glu Pro Phe 
515 520 525 



Ser Ala Asp 
530 



<210> 12 

<211> 20 

<212> PRT 

<213> homo sapiens 

<400> 12 

Gly Tyr lie Lys Lys Cys Cys Lys Gly Phe Cys lie Asp lie Leu Lys 
15 10 15 



Lys lie Ser Lys 
20 



<210> 


13 




<211> 


21 




<212> 


PRT 




<213> 


artificial 


sequence 


<220> 






<223> 


artificial 


sequence 


<400> 


13 





Cys Gly Tyr lie Lys Lys Cys Cys Lys Gly Phe Cys lie Asp lie Leu 
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15 10 15 



Lys Lys lie Ser Lys 

20 



<210> 14 

<211> 6237 

<212> DNA 

<213> homo sapiens 

<400> 14 

ttgaatttgc atctcttcaa gacacaagat taaaacaaaa tttacgctaa attggatttt 
60 

aaattatctt ccgttcattt atccttcgtc tttcttatgt ggatatgcaa gcgagaagaa 1 
20 

gggactggac attcccaaca tgctcactcc cttaatctgt ccgtctagag gtttggcttc 1 
80 

tacaaaccaa gggagtcgac gagttgaaga tgaagcccag agcggagtgc tgttctccca 2 
40 

agttctggtt ggtgttggcc gtcctggccg tgtcaggcag cagagctcgt tctcagaaga 3 
00 

gcccccccag cattggcatt gctgtcatcc tcgtgggcac ttccgacgag gtggccatca 3 
60 

aggatgccca cgagaaagat gatttccacc atctctccgt ggtaccccgg gtggaactgg 4 
20 

tagccatgaa tgagaccgac ccaaagagca tcatcacccg catctgtgat ctcatgtctg 4 
80 

accggaagat ccagggggtg gtgtttgctg atgacacaga ccaggaagcc atcgcccaga 5 
40 

tcctcgattt catttcagca cagactctca ccccgatcct gggcatccac gggggctcct 6 
00 

ctatgataat ggcagataag gatgaatcct ccatgttctt ccagtttggc ccatcaattg 6 
60 

aacagcaagc ttccgtaatg ctcaacatca tggaagaata tgactggtac atcttttcta 7 
20 

tcgtcaccac ctatttccct ggctaccagg actttgtaaa caagatccgc agcaccattg 7 
80 
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agaatagctt tgtgggctgg gagctagagg aggtcctcct actggacatg tccctggacg 8 
40 

atggagattc taagatccag aatcagctca agaaacttca aagccccatc attcttcttt 9 
00 

actgtaccaa ggaagaagcc acctacatct ttgaagtggc caactcagta gggctgactg 9 
60 

gctatggcta cacgtggatc gtgcccagtc tggtggcagg ggatacagac acagtgcctg 10 
20 

cggagttccc cactgggctc atctctgtat catatgatga atgggactat ggcctccccg 10 
80 

ccagagtgag agatggaatt gccataatca ccactgctgc ttctgacatg ctgtctgagc 11 
40 

acagcttcat ccctgagccc aaaagcagtt gttacaacac ccacgagaag agaatctacc 12 
00 

agtccaatat gctaaatagg tatctgatca atgtcacttt tgaggggagg aatttgtcct 12 
60 

tcagtgaaga tggctaccag atgcacccga aactggtgat aattcttctg aacaaggaga 13 
20 

ggaagtggga aagggtgggg aagtggaaag acaagtccct gcagatgaag tactatgtgt 13 
80 

ggccccgaat gtgtccagag actgaagagc aggaggatga ccatctgagc attgtgaccc 14 
40 

tggaggaggc accatttgtc attgtggaaa gtgtggaccc tctgagtgga acctgcatga 15 
00 

ggaacacagt cccctgccaa aaacgcatag tcactgagaa taaaacagac gaggagccgg 15 
60 

gttacatcaa aaaatgctgc aaggggttct gtattgacat ccttaagaaa atttctaaat 16 
20 

ctgtgaagtt cacctatgac ctttacctgg ttaccaatgg caagcatggg aagaaaatca 16 
80 

atggaacctg gaatggtatg attggagagg tggtcatgaa gagggcctac atggcagtgg 17 
40 

gctcactcac catcaatgag gaacgatcgg aggtggtcga cttctctgtg cccttcatag 18 
00 
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agacaggcat cagtgtcatg gtgtcacgca gcaatgggac tgtctcacct tctgccttct 18 
60 

tagagccatt cagcgctgac gtatgggtga tgatgtttgt gatgctgctc atcgtctcag 19 
20 

ccgtggctgt ctttgtcttt gagtacttca gccctgtggg ttataacagg tgcctcgctg 19 
80 

atggcagaga gcctggtgga ccctctttca ccatcggcaa agctatttgg ttgctctggg 20 
40 

gtctggtgtt taacaactcc gtacctgtgc agaacccaaa ggggaccacc tccaagatca 21 
00 

tggtgtcagt gtgggccttc tttgctgtca tcttcctggc cagctacact gccaacttag 21 
60 

ctgccttcat gatccaagag gaatatgtgg accaggtttc tggcctgagc gacaaaaagt 22 
20 

tccagagacc taatgacttc tcaccccctt tccgctttgg gaccgtgccc aacggcagca 22 
80 

cagagagaaa tattcgcaat aactatgcag aaatgcatgc ctacatggga aagttcaacc 2 3 
40 

agaggggtgt agatgatgca ttgctctccc tgaaaacagg gaaactggat gccttcatct 24 
00 

atgatgcagc agtgctgaac tatatggcag gcagagatga aggctgcaag ctggtgacca 24 
60 

ttggcagtgg gaaggtcttt gcttccactg gctatggcat tgccatccaa aaagattctg 25 
20 

ggtggaagcg ccaggtggac cttgctatcc tgcagctctt tggagatggg gagatggaag 2 5 
80 

aactggaagc tctctggctc actggcattt gtcacaatga gaagaatgag gtcatgagca 2 6 
40 

gccagctgga cattgacaac atggcagggg tcttctacat gttgggggcg gccatggctc 27 
00 

tcagcctcat caccttcatc tgcgaacacc ttttctattg gcagttccga cattgcttta 27 
60 

tgggtgtctg ttctggcaag cctggcatgg tcttctccat cagcagaggt atctacagct 28 
20 
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gcatccatgg ggtggcgatc gaggagcgcc agtctgtaat gaactccccc accgcaacca 2 8 
80 

tgaacaacac acactccaac atcctgcgcc tgctgcgcac ggccaagaac atggctaacc 29 
40 

tgtctggtgt gaatggctca ccgcagagcg ccctggactt catccgacgg gagtcatccg 3 0 
00 

tctatgacat ctcagagcac cgccgcagct tcacgcattc tgactgcaaa tcctacaaca 30 
60 

acccgccctg tgaggagaac ctcttcagtg actacatcag tgaggtagag agaacgttcg 31 
20 

ggaacctgca gctgaaggac agcaacgtgt accaagatca ctaccaccat caccaccggc 31 
80 

cccatagtat tggcagtgcc agctccatcg atgggctcta cgactgtgac aacccaccct 32 
40 

tcaccaccca gtccaggtcc atcagcaaga agcccctgga catcggcctc ccctcctcca 33 
00 

agcacagcca gctcagtgac ctgtacggca aattctcctt caagagcgac cgctacagtg 33 
60 

gccacgacga cttgatccgc tccgatgtct ctgacatctc aacccacacc gtcacctatg 34 
20 

ggaacatcga gggcaatgcc gccaagaggc gtaagcagca atataaggac agcctgaaga 34 
80 

agcggcctgc ctcggccaag tcccgcaggg agtttgacga gatcgagctg gcctaccgtc 35 
40 

gccgaccgcc ccgctcccct gaccacaagc gctacttcag ggacaaggaa gggctacggg 3 6 
00 

acttctacct ggaccagttc cgaacaaagg agaactcacc ccactgggag cacgtagacc 36 
60 

tgaccgacat ctacaaggag cggagtgatg actttaagcg cgactccatc agcggaggag 37 
20 

ggccctgtac caacaggtct cacatcaagc acgggacggg cgacaaacac ggcgtggtca 37 
80 

gcggggtacc tgcaccttgg gagaagaacc tgaccaacgt ggagtgggag gaccggtccg 3 8 
40 
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ggggcaactt ctgccgcagc tgtccctcca agctgcacaa ctactccacg acggtgacgg 39 
00 

gtcagaactc gggcaggcag gcgtgcatcc ggtgtgaggc ttgcaagaaa gcaggcaacc 39 
60 

tgtatgacat cagtgaggac aactccctgc aggaactgga ccagccggct gccccagtgg 40 
20 

cggtgacgtc aaacgcctcc accactaagt accctcagag cccgactaat tccaaggccc 40 
80 

agaagaagaa ccggaacaaa ctgcgccggc agcactccta cgacaccttc gtggacctgc 41 
40 

agaaggaaga agccgccctg gccccgcgca gcgtaagcct gaaagacaag ggccgattca 42 
00 

tggatgggag cccctacgcc cacatgtttg agatgtcagc tggcgagagc acctttgcca 42 
60 

acaacaagtc ctcagtgccc actgccggac atcaccacca caacaacccc ggcggcgggt 43 
20 

acatgctcag caagtcgctc taccctgacc gggtcacgca aaaccctttc atccccactt 43 
80 

ttggggacga ccagtgcttg ctccatggca gcaaatccta cttcttcagg cagcccacgg 44 
40 

tggcgggggc gtcgaaagcc aggccggact tccgggccct tgtcaccaac aagccggtgg 45 
00 

tctcggccct tcatggggcc gtgccagccc gtttccagaa ggacatctgt atagggaacc 45 
60 

agtccaaccc ctgtgtgcct aacaacaaaa accccagggc tttcaatggc tccagcaatg 46 
20 

ggcatgttta tgagaaactt tctagtattg agtctgatgt ctgagtgagg gaacagagag 46 
80 

gttaaggtgg gtacgggagg gtaaggctgt gggtcgcgtg atgcgcatgt cacggagggt 47 
40 

gacgggggtg aacttggttc ccatttgctc ctttcttgtt ttaatttatt tatgggatcc 48 
00 

tggagttctg gttcctactg ggggcaaccc tggtgaccag caccatctct cctccttttc 48 
60 
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acagttctct ccttcttccc cccgctgtca gccattcctg ttcccatgag atgatgccat 49 
20 

gggccctctc agcaggggag ggtagagcgg agaaaggaag ggctgcatgc gggcttcctc 49 
80 

ctggtgtgga agagctcctt gatatcctct ttgagtgaag ctgggagaac caaaaagagg 5 0 
40 

ctatgtgagc acaaaggtag cttttcccaa actgatcttt tcatttaggt gaggaagcaa 51 
00 

aagcatctat gtgagaccat ttagcacact gcttgtgaaa ggaaagaggc tctggctaaa 51 
60 

ttcatgctgc ttagatgaca tctgtctagg aatcatgtgc caagcagagg ttgggaggcc 52 
20 

atttgtgttt atatataagc ccaaaaatgc ttgcttcaac cccatgagac tcgatagtgg 52 
80 

tggtgaacag aacccaaggt cattggtggc agagtggatt cttgaacaaa ctggaaagta 5 3 
40 

cgttatgata gtgtcccccg gtgccttggg gacaagagca ggtggattgt gcgtgcatgt 54 
00 

gtgttcatgc acacttgcac ccatgtgtag tcaggtgcct caagagaagg caaccttgac 54 
60 

tctttctatt gtttctttca atatccccaa gcagtgtgat tgtttggctt atatacagac 55 
20 

agagatggcc atgtattacc tgaattttgg ctgtgtctcc cttcatcctt ctggaataag 55 
80 

gagaatgaaa attcttgata aagaagattc tgtggtctaa acaaaaaaag gcggtgagca 5 6 
40 

atcctgcaag aacaaggtac ataaacaagt cctcagtggt tggcaattgt ttcaaccagt 57 
00 

ttgaaccaag aactttccag gaaggctaaa gggaaaccga attttcacag ccatgattct 57 
60 

tttgcccaca cttgggagca aaagattcta caaagctctt ttgagcattt agactctcga 58 
20 

ctggccaagg tttggggaag aacgaagcca cctttgaaga agtaaggagt cgtgtatggt 58 
80 
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agggtaagtg agagaggggg atgtttccaa tgctttgatc ccttcttact taacctgaag 59 
40 

ctagacgagc aggcttcttc cccccaaaac tgattacaac tgctacagag cagacagtta 60 
00 

agagaaatga gcttgacctt taagagaaat gagctgcact ccatgagtgc agctctggag 60 
60 

gtacgaaaag aggggaagag acttggaaat gggagacggg ggcagagagg gaccctccac 61 
20 

cacctctttg ggcctggctc cctgggaatg tgacttgagc ccagagtgaa cactcttggt 61 
80 

agaagccctt ctaccttcct gcaacacctt gtttccctct cagattgtac cattgag 62 
37 



<210> 15 

<211> 60 

<212> DNA 

<213> homo sapiens 

<400> 15 

ggttacatca aaaaatgctg caaggggttc tgtattgaca tccttaagaa aatttctaaa 
60 



<210> 16 

<211> 21 

<212> DNA 

<213> artificial sequence 
<220> 

<223> artificial sequence 

<400> 16 

tcactgagaa taaaacagac g 
21 



<210> 17 

<211> 21 

<212> DNA 

<213> artificial sequence 
<220> 

<223> artificial sequence 
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<400> 17 

tcacctatga cctttacctg g 
21 
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